Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.029; wR factor = 0.074; data-to-parameter ratio = 8.7.
Related literature
For the synthesis of the anion, see: Bezwada (2007) . For a similar crystal structure containing the same chiral anion, see: Ren et al. (2012) .
Experimental
Crystal data Á min = À0.14 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: RAPID-AUTO (Rigaku, 1998 ); cell refinement: RAPID-AUTO; data reduction: CrystalClear (Rigaku/MSC, 2002); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: DIAMOND (Brandenburg, 1999 ; software used to prepare material for publication: SHELXL97. However, report about chiral carboxylic acid is few (Ren et al. 2012) . Herein, we report the synthesis and structure of a new chiral aromatic carboxylic acid contained compound.
The asymmertric unit of title compound, [C 11 H 10 O 6 ] . [C 4 H 10 N 2 ], contains one (R)-2-(4-(1-carboxyethoxy)phenoxy)acetate anion and one piperazine-1,4-diium cation (Fig. 1) . One acetate group of the anion twist towards a side of the benzenyl plane with the torsion angles of 74.1 (1) °, while the other is almost conplaner with the benzenyl plane with the torsion angles of 7.1 (1) °. In the crystal, a layer structure parallel to the ab plane is built up by N-H···O hydrogen bonds linking the anions and cations (Fig. 2 , Table 1 ).
Experimental (R)-2-(4-(carboxymethoxy)phenoxy)propanoic acid was prepared by the reaction of R-(+)-2-(4-hydroxy-phenoxy)-
propionic acid and methyl chloroacetate under alkaline condition (Bezwada, 2007) . (R)-2-(4-(carboxymethoxy)phenoxy)-propanoic acid (0.120 g, 0.5 mmol) and 1,4-diazacyclohexane (0.086 g, 1.0 mmol) were dissolved in ethanol (15 ml).
After stirring and filtering, colorless block crystals of title compound were obtained upon slow evaporation of the solvent.
Refinement
H atoms bound to C atoms were placed in calculated positions and treated as riding on their parent atoms, with C-H = 0.93 -0.98 Å, and with U iso (H) = 1.2 / 1.5U eq (C). The N-bond H atoms were located in a difference Fourier map and refined with the N-H bond distance fixed at 0.90 Å. As no signifigcant anomalous scatterings, Friedel pairs were merged, the enantiomer has been assigned by reference to an unchanging chiral centre in the synthetic procedure.
Computing details
Data collection: RAPID-AUTO (Rigaku, 1998 ); cell refinement: RAPID-AUTO (Rigaku, 1998) ; data reduction:
CrystalClear (Rigaku/MSC, 2002); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: DIAMOND (Brandenburg, 1999 ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008 
Figure 1
The molecular structure of the title compound, showing displacement ellipsoids at the 50% probability level for non-H atoms.
Figure 2
A partial packing view, showing 2D layer structure parallel to the ab plane.
Piperazine-1,4-diium (R)-2-[4-(1-carboxylatomethoxy)phenoxy]propanoate
Crystal data Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å

